www.genetex.com

DNA Damage & Repair

Ionizing Radiation (IR)
UV Light
X-ray
Hydroxyurea (HU)
Anti-tumor Agents

UV Light

Polycyclic Aromatic
Hydrocarbons (PAHs)

X-ray
Oxygen Free Radicals
Spontaneous Reaction

Replication
Errors

Alkylating Agents

A-G mismatch
6-4 Photoproducts T-C mismatch
8 - Oxoguanine Bulky DNA adducts Small insertion

Single-strand breaks Cyclobutane pyrimidine dimers g, geletion

' — . ' : | |

Abasic site

Interstrand crosslink
Double-strand breaks (DSB)

Os-methylguanine

Direct Reversal <€

v v v v o v

Single-Strand Break Repair  Base Excision Repair (BER) Nucleotide Excision Repair Mismatch Repair (MMR) Non-homologous End-joining Homologous Recombination (HR) DNA Damage Sensors

(SSBR) (NER) (NHEJ) &
Single-Strand Break Damaged Base Damaged DNA | Single Base Pair =1 Base Pair Insertion Double-Strand Break Double-Strand Break Checkpoint Signaling
y y N/ ~ ) Mismatch or Deletion ! XX IO ! XX X
XOALIDO IR OO

SSB Detection
Poly(ADP-ribosyl)ation

i i

Damage Recognition ! Single Strand Annealing Synthesis-dependent S y}
/"\\/:\

Mismatch Recognition Strand Annealing(SDSA) ’\v a

| Ki 3 i (Mre11 Mre11 (Mre11 DNA Damage
Global Genomic Transcription Coupled (ATRIP
e o i \(\»‘rﬁdso n,-hu‘[\o \<‘\\r|&dsu m§n1><\ Vs SR <
(GG-NER) (TC-NER) sh3 \ (NBs1 (s “\ 53BP1 (_Rad9 Rad17 =
v
1 (DDB1_XPE o 2 ) MR @ iesclBirdi l
i iti 5 - i omplex Bindin
e Remaval m > L End Processing ¥ e

5' to 3' Resection

( RPA
XOqE gy DO
i i RPA ' 5 to 3' Resection INS ‘RPARB‘ NS
OT G TS «
P INS RPA)=r \/ 1
: (RPA —

BRCA2-Dependent

End Processing

| . ’| o | iKu

( HR23B
Xec N

Ku 9
/ 7
Excision ?\,\@ 3

(XRcC1 A i RadS2 padsi Loadin
- “\/‘\ — Strand Scission Gap Filling @RcA2 9
INS NS == Annealing

@

w ;A, Ku ™ :

yclinD

EBE . . 1
\ Rad51C€RA52 (Rads1 XRCe3, o

! il [
Gap Filling and i " I i
l Strand Displacement I DNA Resynthesis

Incision éH)L_I
| clinE/A [
m ¢ P ) : XLF  (XRCC4 : Ligation _ Rb ;T\_E*J =
YD T@e a0 *Omw:l,\w | @R
ig ' 1111- Ligation ngatlon : X / (_Rb B Enzyme
m Excision and DNA Synthesis . Kinase
. . A / / / / / // .| Phosphatase
oon : "o, XOAIMIDOX X | |
9 Short patch (1nt) ] Repalied DNA Synthesis Transcription Factor
[ @t O o
/ / Ligation ) ’m /
XOXAITIDCX o XC i

i s e ER— e >
/ : v 89— s 200 T T e L e— of of
) ) — P L2722, L i
7 4 peptide| o= ATM {phospho Ser1981) non-phosphol . i

E
Long patch (2~15nt - ) i 8 s £
g p: ( ) frci] sy e . [y— 10 ] o ) iy ot "
250- locking| 250 (omass7) i g 13- ol ®
= = uteng o

phospho - | W phospho 180~ 180~
] - - coczsc A 1= @ — Cosed AR o w
blocking| pmwp»o W locking| . = “©
Ui = - 98- 95 - bt

G .

"8l 2s0- M- - n= 7= i - 20
o ATMGTXI0103) 180~ - T o B - 55 a - w
- - soha Tubuin e

ATM (phospho Ser1981)
antibody [HL1062]
(GTX636086) @ ' O

ATR (phospho Thr1989)
antibody [HL132]
(GTX635571) ™ O

C€DC25C antibody [HL2255]
(GTX638307) @ (4

Chk1 (phospho Ser345)
antibody [HL122]
(GTX635572) @

Mrel1 antibody [HL1386]
(GTX636826) @ (14 () ®

PARP antibody [HL1364]
(GTX636804) ® (4N T ®

PNK antibody [N1C1]
(GTX107488) = &

/ \\\ =

{ . N N N 9

\ } ene eX '_ @ 1997 Iso ISO ISO Tel : 886.3.6208988 Fax : 886.3.6208989 Tel : 1.949.553.1900 Fax : 1.949.309.2888 Tel : 49.8161.2429021 Fax :49.8161.2429069 h i
e "4 S e e ol E-mail : international@genetex.com E-mail : info@genetex.com E-mail : europe@genetex.com o

ATG1 complex

v

DNA Damage
&
Autophagy

(_Tsc2

mTORC1
OR

® |
ATG101(ATG13 —> @
FIP200 —
-

Autophagosome

Citation Support | ({4 KOIKD Validation| AN Comparable Abs | () 1P/Ms Analysis || {3 Orthogonal Vaiidation) () Protein Overexpression

Rad50 antibody [13B3] )
(GTX70228) =4O

PP-D001-260130



